
Figure S3 :  Approximate nest ing  patte rn observed for medulloblastoma c lasses
discovered by NMF. The rank-4 fac toriza t ion,  which model se lect ion does not
predict to be robust,  is omitted .

Figure S4 :   NMF ana lysis of  central nervous  system embryonal  tumors.  The  data
is datase t A from Pomeroy e t al .  Gene expr ess ion -based  c lass i f i cat ion and outc ome
pr edic t io n o f  c entral  nervous sys tem embryonal  tumor ’ ,  Nature  415,  2002,  436-442,  and  is
ava ilable  at ht tp://www.broad.mit .edu/cancer.  We ex tracted a se t of  34 samples
inc luding  10 c lassic  medulloblastomas (MD) ,  10 malignant gl iomas (Mgl io) ,  10
Rhabdoids  (Rhab),  and 4 normals (Ncer) .   Dendrogram from hierarchica l
c luster ing in F igure 7a of  main paper w ith sample l abels included.


